1 Oon Emlotnpovikol Zuvepydtn

To Epyaotnplo Fevetikng, ZUYKPLTIKAG Kol EEeAkTikic Bloloyiag, tou Tunuatog Bloxnepiog &
Blotexvoloyiag tou Maventnuiov Osocoaliag, mpookalel Toug evdladepopevoug va umoBaAlouv
To evllpEpov Toug yla ouvayn coppacng picBwaong €pyou WOLWTIKOU Sikaiou yla pia (1) Oéon
€§WTEPLKOU EMLOTNHUOVIKOU CUVEPYATN.

ANAITOYMENA NMPOZONTA:

e [ltuxio BloAoyiag  Xnueiag ) Bloxnueiog n Moplakng BloAoyioag

e  MeTamTuXLoKOG TITAOG OTLG Bloemiotrueg, BionAnpogopikn-YnoAoyiaTikr BioAoyia,
FovISIwUATIKA

e Epneipia og yAwooec npoypaupatiopgou n Java, C++ Perl, Python kar R
e Euneipia og avanTtu&n aAyopibuwy yia Tnv avaiuon dedopevwy aAAnAouxiong yueyalou Oykou

e Epneipia o BlonAnpo@opika epyalsia yia
o Next Generation Sequencing (BWA, GATK, STAR, Samtools, Picard, TopHat,
Cufflinks, kAn.)
ChiP-seq; HiC-seq (Bowtie, MACS, SICER, HOMER, kAn.)
De novo assembly (n.x. SOAPdenovo, Velvet, Abyss, and ALLPATHS-LG)
Whole Genome Resequencing assembly
Genome annotation (e.g. Augustus, MAKER)
Metabarcoding and metagenomics analysis (QIIME, USearch, kAn)
o AvdaAuon kal onTikonoinon dedopevwyv and Genome Wide Association Studies

e Eumelpia 0 eKTENECN €EPEUVNTIKWY TIPOYPOUMATWY KOL ETILOTNUOVIKEG ONUOCLEVOEL, OE
OUVESPLA I ETILOTNUOVLKA TIEPLOSIKA

O O O O O

e Eumepia epyaciag oe opadiko dlemotnuovikd meplBdAlov. Emolkodountik emikowwvia pe
ETILOTNHOVLIKO TIPOCWTILKO arto StadopeTikoug KAadouc.

e  KaAn yvwon tng AyyAlkng YAwooog.

H ocupuBaon Ba eival dtdpkelag evog (1) €toug, pe duvatdtnta napdtaong. Ot unodrdlol kKalovvtal
va oteidouv ta akoAouba, otnv AvanA. Kab. Katepiva Moutou (kmoutou@bio.uth.gr)

1. AVoAUTIKO Bloypadikd onpeiwpa.

2. YOUVN A LE TNV EUTIELPLA KOL TOL EPELVNTIKA eviLladEpovTa Tou utoPndiou (1 oeAida).

3. Jtolxela emikowvwviag dVo (2) Touldaxlotov umeuBUVWVY o toug omoioug Ba {ntnBouv
OUOTOTLKEG ETILOTOAEC (OVOUATENMWVUHO, NAEKTPOVLKN SleuBUvoeLs Kal tThAEépwval)
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